R E#ARE E R

Journal of Tianjin Medical University

Fos B2l
202243 H

Vol. 28, No. 2
Mar. 2022 181

XEHRS 1006-8147(2022)02-0181-05

FRIE H miRNA-24-3p BEA miRNA-222-3p 15l
FE R 5 B9 B2 BT R s R B

8"
(L REBER R N R BE Bl R Bre , R 300121 5 2 K FE RS X ORHE = B ks 50 ), FHE 300270)

&
i

WE B2 2 R& miRNA A AR, AE 94 a7 20 B (PC) 89 Al A A7 &4, FiE: KA miRNAs % 1 447 x 18
1 40(6 %)% PC, 4A(18 #1 ) P miRNAs & ik, 53— & F| Bl qRT-PCR *F 20 % *F & 2 20% 59 4] PC, 48.(GS, 6 41 22 4] ,GS, 7 48
19 #1,GS,8 28 18 4] ) fkike s iF AR A AT 2 4 A B a9k — F 309 R %X TAESFAE(ROC ) W & 5 A7 20674 W BE AL Y v a0
Sk, 5B .FRIFE PC, AP 20 /> miRNAs £ F & k3, 52788 1 284850, miIRNA-24-3p % miRNA-222-3p % % % ik T i
(T=5.79.4.59,3 P<0.05), A F PC 4B, EH KAEAZ W PC &4 ik B iFAf AP HRIE GS 24169 GS,6.GS,7 A GS,8
287, 5 a8 2 ZEAR KL, miRNA -24-3p B E&-miRNA-222-3p & ik K -F A48 2 3% F 98 (1=3.89,P<0.05),ROC 5 #7 B&A-15 Wi AL A
AR B AR E( LT @A 0.93,0R=1.37,95% C1:0.92~1.76,P=0.02) ., L5t ik kA P& S T miRNA-24-3p
A miRNA-222-3p LB A TT4E A5 87 PC 89 el A ir s .

KEIE  miRNAs; T 98 ; £ W 4r &4 ;qRT-PCR

HRESEKS R447 MEARERD A

Diagnosis and clinical significance of miR-24b-3p combined with miR-222-3p in urinary in prostate cancer
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Abstract Objective: To establish a urine miRNA detection panel as a non—invasive biomarker helping diagnosing prostate cancer (PC).
Methods: A total of 18 PC, group patients and 6 normal control group 1 urinary samples were analyzed through a miRNA microarray
process,and further using quantitative real-time polymerase chain reaction, differentially expressed miRNAs were detected in urinary and
serum of the PC, patients(n=39),including 22 GS, 6,19 GS, 7 and 18 samples of GS, 8,20 normal samples as the control group 2.The
accuracy and authenticity of the combined diagnostic model should be analyzed by the receiver operating characteristic (ROC )curve.
Results: The differential expression profiles of 20 miRNAs in PC, group were identified,including miR-24b-3p and miR-222-3p for PC
detection , compared with control group1(7=5.79,4.59,all P<0.05). Moreover, in the urine and serum samples of PC samples with
expanded samples, the expression of miR—24b-3p combined with miR-222-3p in GS6,GS7 and GS8 groups grouped according to GS score
were significantly decreased than those in the control group 2(¢=3.89,P<0.05). The combined diagnostic model of ROC analysis has high
accuracy(area under curve=0.93,0R=1.37,95% CI:0.92—1.76,P=0.02 ). Conclusion: A combined model of miR-24-3p and miR-222-3p
in urinary and serum samples are established , which can be acted as a non—invasive biomarker helping diagnosing PC.
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miR-24-3p -2.58 0.001 5 5.79
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miR-125h -2.69 0.003 2 3.56 4
miR-141-3p -1.98 0.005 1 251 z
miR-145 -1.54 0.001 1 2.16 E
miR-146a-5p -1.65 0.004 4 2.29 k|
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miR-221 _176 0011 4 315 Control GS6  GS7  GS8
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miR=25 227 0.001 5 471 Fig 1 Validation of miRNAs expression levels in urine samples by
miR-30b-3p 1.72 0.004 6 3.92 RT-PCR
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