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Abstract Objective: To explore a multiplex real-time fluorescent quantitative PCR(MRT-PCR ) method for the detection of six common
respiratory pathogens. Methods: The primers and probes were designed with beacon designer 7.9 establish MRT —PCR. The lowest
detectable limit and specificity of MRT-PCR were analyzed by plasmid standard constructing. Escherichia coli,Staphylococcus aureus ,
Pseudomonas aeruginosa,Klebsiella pneumoniae , Enterobacter cloacae and Acinetobacter baumannii in 176 clinical specimens were
retrospectively detected by the established method , and the results were verified by gene sequencing of first generation. Results: The lowest
detectable limit of MRT-PCR for six pathogens was 10* copies/mlL. There were 19 cases of Escherichia coli,30 cases of Staphylococcus
aureus,37 cases of Pseudomonas aeruginosa,53 cases of Klebsiella pneumoniae,15 cases of Enterobacter cloacae,22 cases of
Acinetobacter baumannit, which were consistent with the traditional identification methods,and the specificity was 100%. The results of
gene sequencing of the first generation were completely consistent. Conclusion: The gene detection of six common pathogens in sputum
samples by multiplex PCR technology with multi fluorescent channel PCR instrument has high sensitivity and specificity, which improves
the detection efficiency.
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