§27 %1 REEPHREF R Vol. 27, No. 1
2021 451 F Journal of Tianjin Medical University Jan. 2021 55

XEHS 1006-8147(2021)01-0055-06

BT M5 2h T 2 50 & R B iR T IR B W R9AE A
AL

BERRRR', Sk FE TR, B 202, A EA?, MER?, #E T
(LR B B () g PP BE 2 K5 — Bﬁ)%’l:[sn)'%‘ﬁﬂ FRHN 450002 52,700 g H S 25 K2R 20 Il R BE 24 B,
FRIH 450046)

¥
L

#‘m’% B 5T M & 25 38 B2 0T 0 4 R 3008 07 O Bk o i AR A S B BUR . ik Ak 25 R 25 3 R BB E A AT
, i & B 0 A ROk o Aede s, i it GeneCards,OMIM \TTD . DrugBank \GAD 4 343 & & 38 4 = B 306 57 Bk Bom 48 %
$E5 #) A Cytoscape BRAFMELA K A FE A ES AL RS Z AR ZRNE BT EYFEE /l%y‘ii?ﬁg@(DAVID)/]T
Ak AR TR Bm 09 A e S A M AT GO '8 o #rAw KEGG @3 547, 85 3R ARYE v IR A) B %v*%%#afwi#nfz
AR ARG T AR BRS,39ANTER TRE TR E R e Lste s £ %A MR 48X BT caspase3 ., £ /‘?/‘@'PC
E i (MAPK) 28 1 & A K B F (VEGF) ,— B R 4B 3 (NOS3) it B AL B4R 3 75 4 7 10 % 4K y(PPARY) \c—Jun & &
FomgBE(ONK) S, 22 A M F A RO HEROEN $BEM 22RO ELBESE LAY LI THRER 25
iﬁ]%iﬁ!lﬁ%,%éﬁﬁ?'ﬁ‘k%i%?ﬁ&ﬂi/ﬂ%&E%%*F#h(AGEs)—AGEs ZH(RAGEZ 5 il 98 A K fiskfymar | B,
ANEmfomaRd VEGF 5%, it A A X Tz 2@ K Kol = F L ET R E R s TEm.
KR AR BRRIE; ML
RESHES  R961+R692.6 XHERFRERD A

Study on the mechanism of Cordyceps sinensis in treating membranous nephropathy based on network
pharmacology
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University of Chinese Medicine ), Zhengzhou 450002, China;2. The Second Clinical Medical College,Henan University of Traditional
Chinese Medicine, Zhengzhou 450046, China)

Abstract Objective: To study the potential target and mechanism of Cordyceps sinensis for membranous nephropathy (MN) based on
network pharmacology. Methods: The pharmacological database and analysis platform of Chinese medicine system were used to screen the
active components and targets of Cordyceps sinensis, and the targets related to Cordyceps sinensis treatment of membranous nephropathy
were found through GeneCards,OMIM,TTD,DrugBank,GAD and other databases.Cytoscape software was used to construct the
relationship network between the target of Cordyceps sinensis and the active ingredients,and the target gene of Cordyceps sinensis acting
on membranous nephropathy was analyzed by GO enrichment and KEGG pathway analysis through the biological information annotation
database( DAVID). Results: A total of 7 active ingredients of Cordyceps sinensis were screened according to the oral availability and
drug similarity criteria,and 39 targets that could act on MN. The key targets were caspase3, mitogen—activated protein kinase (MAPK),
vascular endothelial growth factor( VEGF ), nitric oxide synthase 3(NOS3),and peroxidase proliferative activated receptor( PPAR )7y,
c—Jun N-terminal kinase (JNK ), etc. The main biological processes included phospholipid transporter activity ,sterol binding , ubiquitin
protein ligase binding, steroid hormone receptor activity, signal regulation activity, etc. The key signaling pathways mainly involved AGEs—
RAGE signaling pathway , human immunodeficiency virus type 1 infection,human cytomegalovirus infection, and VEGF signaling pathway.
Conclusion: Cordyceps may exert its therapeutic effect on MN mainly through anti-inflammatory and anti—apoptosis.

Key words Cordyceps sinensis; membranous nephropathy ; network pharmacology
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Tab 1 The active ingredients of Corayceps

Gis R aY OB(%) DL
1 MOLO001439  arachidonic acid 45.57 0.20
2 MOLO001645 linoleyl acetate 42.10 0.20
3 MOLO000358  beta-sitosterol 36.91 0.75
4 MOLO11169  peroxyergosterol 44.39 0.82
5 MOLO08998  cerevisterol 39.52 0.77
6 MOL008999  cholesteryl palmitate 31.05 0.45
7 MOL000953 CLR 37.87 0.68
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