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Expression and clinical significance of FMNL?2 in gastric cancer
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Abstract Objective: To study the expression and clinical significance of Formin—like2( FMNL2) in gastric cancer tissues. Methods: Thirty
gastric cancer tissue samples and their corresponding distal cancerous tissues were collected from the Department of General Surgery. The
protein and mRNA expression of FMNL2 in gastric cancer and their corresponding adjacent tissues were detected by immunohistochemistry
and real—time quantitative PCR, and the relationship between its protein expression and clinicopathological factors was analyzed. Survival
analysis of gastric cancer was performed by Kaplan—Meier database. Results: The protein and mRNA expression of FMNL2 in gastric can—
cer tissues were significantly higher than those in the corresponding distal cancerous tissues(both P < 0.05). The protein expression of
FMNL2 was closely correlated with lymph node metastasis and TNM stage of gastric cancer (both P < 0.05), but there was no significant cor—
relation between expression of FMNL2 protein and age, gender, invasion depth, differentiation degree and distant metastasis(all P > 0.05).
The K-M survival curve showed that the expression level of FMNL2 was significantly correlated with the survival prognosis of gastric cancer
(all P<0.05). Conclusion: FMNL2 is highly expressed in gastric cancer tissues and closely related to the clinicopathological factors of tu—
mor, especially lymph node metastasis. FMNL2, as a target gene, may play an important role in tumor metastasis and prognosis.
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Fig2 Expression of FMNL2 in gastric cancer tissues detected by
real-time PCR
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Fig 3 Survival analysis of FMNL?2 in gastric cancer using Kaplan—

Meier database
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