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TNF-a-induced circMAN1A2 promotes migration, invasion and proliferation of cervical cancer cells
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Abstract Objective: To identify the effect of tumor necrosis factor (INF)—a—induced circMAN1A2 on the malignant behavior of cervical
cancer cells. Methods: RNA high —throughput sequencing was used to detect the difference of circRNA expression in human cervical
cancer Hel.a cells treated with TNF—a. RT-qPCR was used to verify the effect of TNF—-a on circMAN1A2. The RNase R resistance assay
verified whether circMAN1A2 was resistant to RNase R digestion. RNA isolation experiment was performed to investigate the localization of
circMAN1A2 in HelLa cells. Transwell migration/invasion assay, MTT assay, and colony formation assay were used to study the effects of
circMAN1A2 on the malignant behavior of cervical cancer cells. Results: RNA high—throughput sequencing found 98 up—regulated and 63
down-regulated circRNA. circMAN1A2 was up-regulated after TNF-a treatment, which was resistant to RNase R digestion and was mainly
localized in the nuclear of HeLa cells. Cell function experiments showed that circMANTA2 could promote the migration, invasion and
proliferation of cervical cancer cells. Conclusion: TNF —a—induced circMAN1A2 promotes the migration, invasion and proliferation of
cervical cancer cells.
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Tab 1 Sequence of each gene primer

51#(RT-qPCR) JPH(5'-3")
circMAN1A2—forward ACCTTGTAGGAATACGTGGTG
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Fig 1 TNF-« promotes the expression of circMAN1A2 in HeLa cells
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Fig 2 CircMAN1A2 promotes the migration of cervical cancer cell
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Fig 3 CircMAN1A2 promotes the invasion of cervical cancer cell
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Fig 4 CircMAN1A2 promotes the viability of cervical cancer cell
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