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Construction of Plasmodium berghei ER—shaping protein SEY1 knockout plasmid and Plasmodium transfec—
tion

LIU Ying', SHI Xiao—yu', WANG Qian'

(1. Department of Immunology, School of Basic Medical Sciences, Tianjin Medical University, Tianjin 300070, China)

Abstract Objective: To investigate the role of endoplasmic reticulum-shaping protein SEY1 in Plasmodium virulence, and to construct
pL0034 — APhSeyl plasmid to transfect it to Plasmodium berghei to obtain PbSEY1 —deleted parasite strain. Methods:Two adjacent
segments within POSEY 1 coding sequence were amplified by PCR as the homologous recombination arms and inserted into the pL0034
vector by T4 DNA ligase and In—Fusion cloning kit. The recombinant plasmid was transfected into Plasmodium berghei by synchronized
culture and electro —transfection in order to delete PhSEY1 based on homologous recombination. Results: (1)The plasmid pL0034 -
APbSeyl aiming at knockout and rescue experiments was obtained. (2) PbSey1 was deleted in Plasmodium berghei. Conclusion: Utilizing
the recombinant plasmid pL0034 - APbSeyl and Plasmodium transfection, PbSeyl —deleted parasites could be acquired, and may be a

necessary tool for further study of PbSey! in Plasmodium virulence.
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Fig 2 PbSeyl knockout and rescue strategy in Plasmodium
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Fig 4 PCR identification of PbSeyl-deleted Plasmodium integrants
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