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Clinical significance of HOTAIR expression in patients with bladder cancer

LI Ning, MA Jun

(Department of Epidemiology and Health Statistics, School of Public Health, Tianjin Medical University, Tianjin 300070, China)
Abstract O bjective: To investigate the HOTAIR expression in bladder cancer tissues and adjacent non—cancerous tissues and its
potential relevance to clinicopathological variables and prognosis. Methods: HOTAIR RNA expression was determined by real —time
quantitative polymerase chain reaction in 88 pairs of bladder cancer tissues and adjacent non—cancerous tissues. Kapaln—Meier analysis
and COX proportional hazards regression models were used to investigate the correlation between HOTAIR expression and prognosis of
bladder cancer patients. Results: This study showed that the expression level of HOTAIR in bladder cancer tissues was significantly higher
than those in non—cancerous tissues. The results indicated that high expression of HOTAIR in bladder cancer was associated with advanced
stage and high grade (P<0.05). Kapaln-Meier survival analysis suggested that patients with high HOTAIR expression was associated with
poor overall survival (P<0.05). Multivariate analysis revealed that HOTAIR expression was an independent predictor of overall survival.
Conclusions: HOTAIR might play a positive role in bladder cancer development and could serve as an biomarker for overall survival of
bladder cancer.
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non—cancer tissues

2.2 JEMIEZLLF HOTAIR RNA &% 2516 Asm
®X % WIEPENEA 2R HOTAIR RNA A9
YRk m b A I e 4140 HOTAIR RNA (1) 511K
FIR L. SR X K /AT HOTAIR RNA ik
5 55 e 8 I R e BELER AR AH G . R R AW
HOTAIR RNA 545 #1531 (P<0.001) . 73 2% %5 V) AH
K(P=0.001), 5 B FAEWE V] AR g R/
BWAE(E 1),

*1 BALH HOTARR RiZE5KKFESHNXR
Tab 1 Association between HOTAIR expression and various

clinicopath ological factors of bladder cancer patients

WA HOTAIR Z3A16 /(%) . »

" ~ ks mRbs ok X

A <65%  24(585) 17(415) 41 0254 0671
=65% 25(532) 22(46.8) 47

5 7 4(36.4) 7(63.6) 11 1901 0205
5 45(58.4) 32(41.6) 77

WA ¥ 13(48.1) 14(519) 27 0969 0.616
B 20(60.6) 13(39.4) 33
KM 16(57.1) 12(429) 28

BRI <3em  22(59.5) 15(40.5) 37 0369  0.664
=3cm  27(52.9) 24(47.1) 51

Mg Ta~T1  28(82.4) 6(17.6) 34 15972 <0.001
T2~T4  21(38.9) 33(61.1) 54

Misga g (RGN 14(87.5) 2(12.5) 16 11213 0.001
R 35(48.6) 37(514) 72

2.3 HOTAIR RNA & ik & x5 Bk & 4 4 7 0 )
# % R Kaplan—Meier 4= 77 {28 5347 85 e i
ZHZ1H HOTAIR RNA F&3k 15 (f %) 1B e Js s 5 4F



128 FHEHKRESK

EE

HEAERIS , HOTAIR RNA /5 3634 20 B e s 3
5 AEAAERAE T HOTAIR RNA fR6ik4, 25 HA
Giit2r i L (P<0.001, Log—Rank #5565, & 2), #E—
it COX ELAIRURS: [l U3 A AT A L 437 T 45 J M
S RE TSRO R R . R T BR I
533, HOTAIR HYZIAIKF- A s mial B g £8 & 548
ARG IR R Z R0 Bon, g
t HOTAIR B3R 7KF-, ol LIE A B g J o 5 41
A AF R BB ST TR (36 2) 0

A RPHOTAIRF A 4

1.07 ‘

i—I

(=]
=)}
[

RRBUVEAF R
(=]
=

o
o

0.07

0 10 20 30 40 50 60
AR5 BBV ]/
B2 FEEBEARE HOTAIR RIAAEEEFTR
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the HOTAIR expression level in bladder cancer patients
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Tab 2 Univariate and multivariate analysis of prognostic factors
with respect to 5—year overall survival of patients with

bladder cancer
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