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Abstract Objective: To explore the relationship between the miRNA-372/373 levels in plasma and the early—stage infection of HBV, to
uncover the potential of miRNA -372/373 in the diagnosis of the early —stage infection of HBV. Methods: Blood samples for miRNA
detecting were collected from 54 donors who donated blood from 2013.3 to 2013.9 in Tianjin. All the samples were divided into 3 groups:
eighteen samples were Normal; 18 samples were ELISA testing (+) and NAT (=) (HBV-S); the last 18 samples were ELISA testing (+) and
NAT(+) (HBV-D). Quantization of miRNA-372 and miRNA-373 in all the 54 plasma samples were performed using quantitative RT-PCR.
At last, compared thederegulated miRNA (miRNA-372/-373) in the plasma of the three groups respectively, and the expression patterns of
miRNA-372 and miRNA-373 were analyzed using statistical methods; the correlation between the expression level of miRNA-372/-373
and the copy number of HBV DNA in NAT (+) plasma was statistically analyzed. Results: Compared with the Normal, miRNA-372 and
miRNA-373 in both HBV-S and HBV-D were up-regulated. Furthermore, both miRNA-372 and miRNA-373 were up-regulated more
significantly in HBV-D than in HBV-S. Moreover, the levels of both miRNA-372 and miRNA-373 were positively correlated with the copy
number of HBV DNA in HBV-D. Compared with miRNA-372, miRNA-373’s positive correlation with the copy number of HBV DNA was
significantly higher. Conclusion: The correlation between miRNA -372/373 in plasma and the early —stage infection of HBV is high ,
indicating their potential values in the early—stage diagnosis of HBV infection.
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A (kM 2 g R A 225K ), AR I 18~55 %7, A RifitIL
R

1.2 A EME  miReute miRNA #2565 & (AL
I TIANGEN),CyDyeTM o G Z Bl (Amersham
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mmol/L ¥/ 45 R 4l , 10% SDS, 5 mmol/L Jit {2 4% ,0.5
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BUR 20 plo HAF 2xSYBR Premix Ex Taq 10 wL;
PCR Forward Primer (5 pmol/pL)1 pL;PCR Reverse
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Tab1 The information table of RT primers

Primer £ Ff FEH)(5't0 3") BRFEAL
372-RT GTCGTATCCAGTGCAGGGTCCGAGGTGCACTGGATACGACACGCTC 46
373-RT GTCGTATCCAGTGCAGGGTCCGAGGTGCACTGGATACGACACACCC 46
372-Fwd GCCCGCAAAGTGCTGCGACAT 21
373-Fwd TGCGTGAAGTGCTTCGATTTTG 22
Reverse CCAGTGCAGGGTCCGAGGT 19

2 R HBV DNA (45 D1 EcyE i ¥, 54505 %9 HBV

2.1 miRNA-372 7& 3 20 A&k o 4 ofn 3 o 64 A8 %
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Fig 1 The differential expressions of miRNA-372 in the plasma of
the three groups
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Fig 2 The differential expressions of miRNA-373 in the plasma of
the three groups
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Fig 3 The correlation between the miRNA -372 and the copy
number of HBV DNA
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Fig 4 The correlation between the miRNA -373 and the copy
number of HBV DNA
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A58 % B0, miRNA 373 7E 5 £ 241 21 F1 Hela 4f
MRk, SRS TR BYE . 7 HBV J5
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YA H S HBV [ S sht A oG
3.2 ¥ EN WBHALH ) miRNA-372/373 A X3k
JKF-5 HBV DNA #8 DUBUSARSCHE 04 (K] 3~4),
miRNA-372/373 (AN #357KF-5 HBV DNA #51
BERIEMCK R, AL H , miRNA-373
miRNA-371-373 & ) F k7K F 5 HBV DNA # Il
B IEAI2E , miRNA-373 A miRNA-371-373 # 11
1 A P LUK HBV 25 1R HBV 2.0 DNA [
A NIHE I HBV (95 69, PR FRAT T4, 7E 1M 5%

1, miRNA-373 Fl miRNA-371-373 fth 7= /4= [ #f
AAE T, miRNA-372/373 FHXS 3K K- i IR T LA
BSR4 HBY R il i 50 o Rl , miRNA-373 fIAH
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W .
i b TR, miRNA-372 \miRNA-373 HAH XS %
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