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Effects of C2C12 on cell lines MEF2A gene expression
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Abstract O bjective: To evaluate the effect of the cyclic stretch on the expression of MEF2A mRNA. Methods: C2C12 cells were
stretched cyclically using a four-point bend device, in different periods of 2 000 w strain periodic mechanical tension. Real-time quantitative
PCR were applied to detect the level of MEF2A mRNA. Results:In 12 h within the set periods 0.5 Hz, 2 000 w strain strength added to
C2C12 cells, MEF2A gene expression was not obviously affected, and the quantity of expression was not statistically significant (P>0.05).

Conclusion: The length of the loading time is one of the most important factors that affect the reconstruction of skeletal muscle, and Pulling

tension within 12 h has no significant influence on maxillofacial skeletal muscle reconstruction.
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Fig 2 Results for total RNA gel electrophoresis
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B (xxs)
Tab1 Compare MEF2A gene expression affected by strain force

between different time groups(x+s)

415 BEAE 1h 2h 4h 8h 12h

FHA 15 6.90£0.605 6.45+0.491 6.91+0.314 6.99+0.340 6.01x0.439
MAHA 15 6.3120.464 6.29+0.536 6.06+0.578 6.59+0.528 6.33+0.489
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