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Examination of fimH gene of E.coli strains and the homology analysis of E.coli strains for patients with uri—
nary tract infections
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Abstract Objective: To examine carrying rate of uropathogenic Escherichia coli type I fimbriae, and investigate the homology of Es—
cherichia coli for patient with urinary tract infections and analyze fimH gene sequence. Methods: A total of 89 Escherichia coli were ac—
quired from patients with urinary tract infections and acute cystitis. Type I fimbriae fimH gene by PCR were detected. Fisher exact probabili—
ty test were used to determine whether differences of carrying rates between the groups were significant. Escherichia coli were taken from
urine and fecal of 9 patients and cultured at the same time. The early screening of the Escherichia coli were achieved by drug-sensitive test
and homology analysis was carried out by pulsed—field gel electrophoresis (PFGE) technique. PCR amplification products of fimH gene se—
quence were also analyzed. Results: Among the 89 strains, eighty one were fimH—positive. Detection rates of the two groups were respective—
ly (64/70) 91.4% and (17/19) 89.4%,(P>0.05). Escherichia coli of 5 patients out of nine with simultaneous separation from the urine and fe—
cal revealed the same PFGE type and the fimH—positive strains of the same patient with the same PFGE type strain showed no difference in
sequence alignments. Six to seven variations were found in the sequences of fimH—-positive strains of the different PFGE type had. Conclu-
sion: The results suggest that the fimH gene exists in most urinary tract pathogenic E.coli. And Escherichia coli causing urinary tract infec—
tion are partly from intestinal tract.
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Fig1 The partial electropherogram of the amplified fimH genes by
PCR
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Tab 1 Grouping of the drug susceptibility phenotypic of the urine and fecal specimens of 9 patients
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Fig 2 The PFGE results gram of partial E.coli
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