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Construction of myocyte enhancer factor 2A eukaryotic expression plasmid and its effects on cell prolifera—
tion in breast cancer cell line MCF7

LUN Shu-min

(Tianjin Medical University Cancer Institute and Hospital , National Clinical Research Center of Cancer, Ministry of Education Key Labo—
ratory of Cancer Prevention and Therapy ; Key Laboratory of Cancer Prevention and Therapy , Tianjin 300060, China )

Abstract Objective: To construct eukaryotic expression plasmid of pcDNA3.1 -MEF2A and examine its effect on the proliferation of
breast cancer cell line. Methods: The MEF2A mRNA levels were detected in MCF-7, BT474 and MDA-MB-231 cells, respectively by
real-time quantitative PCR (RT-QPCR ). The full-length coding sequence of MEF2A was amplified by standard RT-QPCR. The amplified
MEF2A was cloned into pcDNA3.1 vector. The eukaryotic expression plasmid pcDNA3.1-MEF2A-HA was transfected into breast cancer
cells. RT-QPCR and western blot were performed to measure the expression level of MEF2A. Cell counting was performed to evaluate the
effects of MEF2A expression on cell proliferation. Results: The MEF2A mRNA expression level was low in MDA-MB-231 cells. Western
blot and RT-QPCR indicated that transfection of MEF2A expression vector into MDA-MB-231 cells resulted in increased mRNA/protein
levels of MEF2A. The forced MEF2A expression significantly enhanced cell proliferation of MDA-MB-231. Conclusion: The eukaryotic
expression plasmid of pcDNA3.1-MEF2A -HA is constructed successfully. Over—expression of MEF2A enhances proliferation ability of
MDA-MB-231cells.
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Fig1 Expression of MEF2A in breast cancer cell lines
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Fig2 The mRNA (Left) expression levels of MEF2A and the pro-
tein of MEF2A-HA (Right) in MCF-7, MCF-7- HA and
MCF-7-MEF2A-HA cells
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Fig3 Immunofluorescence technique determining MEF2A—-HA localized in the nuclei of MCF-7 cells
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Fig4 Cell counting for cell proliferation analysis
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Fig5 Results of plate clone formation test
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