530 % 6 ] FHEBKRE ER Vol. 30, No. 6

2024 11 A Journal of Tianjin Medical University Nov. 2024 485

DOI:10.20135/}.issn.1006-8147.2024.06.0485

ILncRNA FAM83H-AS1 Fll miR-136 ¥& b R Up Hym il
FIERIEKRE X
FE sk, TEELBER, AEE KER,REX, REEE"

(1L R P S 22250 T PR 2 2 e RS N B BB e ) Uk 5 2.0 g P 152 K258 I IR P2 g OB RS S B )
JRELRL, KM 450000)

iTE

HE B4R K4%3E % A RNA(LneRNA ) FAM83H-ASI #» miR-136 /& L & M 97 $ % (EOC) 20 2% ¥ 9 R 8 R 06 R & 5L,
Fik ok 4E 2019 F 6 A—2021 F 6 A £AHMARKERAAFF RigJ7 6 68 4 EOC 44 EOC 4122 (EOC 48 )% 68 4] 3k it /&
97 R 2028 (2R 2R ), A 5 41 FAMS3H-AS1 & miR-136 &9 & ik /K -F 5f 547 =% 69 48 52 AR 3% FAMS3H-AST & miR-136 &
k8 PAZAEE EOC 8 %28 FAMS3H-AS AR F k40, 3 Ak 4 4» miR-136 KRR 20 & Ak 4, F 24 RE 94 EOC &6
JRIRELAFAE Tt e A A (PFS) A= ¥ A 4 1(0S) 89 £ 5 ;3 miR-136 mimic & mimic-NC 2] 5 FAM83H-AS1-wt . FAMS3H-
AS1-mut 3t3: 3 £ 203T dafee 7, RJG KR A F Bk 45 A B 52 1648 52 FAMS3H-AS]1 5 miR-136 #9¥em X &, &R 5+
284846, EOC 21 FAM83H-AST & A K -F 9] B &, miR-136 & ik K -F ) B KA (1=21.636.22.050, 3 P<0.05), L. =% 2 fi 48 %
(r=—0.283,P=0.019), ~FE FAM83H-ASI .miR-136 %4114 FIGO % #(y*=13.247.4.769,3) P<0.05) Z M .54t 4539 F B £ 7+
(x’=11.698 .4.140,3% P<0.05), FAMS3H-ASI & & k40 & 69 0S = PFS AR T Ak R X 40(39 P<0.05), ™ miR-136 & & ik &%
# 0S A= PFS & Tk &k 20(39 P<0.05); FAM83H-AS] 52 EOC &% PFS #9%% 3 %A B &2 —(HR=2.438,95%CI: 1.055~5.638,
P<0.05), % miR-136 7 0S #1k =%va B 2 — (HR=0.401,95%CI:0.162~0.991,P<0.05), A% X H 8RS 4 B 5 BiE 5%
FAM83H-AS] 55 miR-136 #&fe@m % £, 5L :FAMS3H-AS]1 5 miR-136 £ EOC 344 & ik, =F3THE4 EOC BH ey e

FUG AR AR
SR R pIr £ 5, K48 dE %40 RNA FAMS3H-AS]; # s RNA-136; % A2
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Expression and clinical significance of LncRNA FAM83H—-AS1 and miR~-136 in epithelial ovarian cancer
WANG Jun',ZHANG Zhanxin', WANG Jiajia?, GUO Weiping', SU Qiangian',ZHANG Bohui', WU Qiwen', SONG Xiaoxia'
(1.Department of Gynecology,The Fifth Clinical Medical College of Henan University of Chinese Medicine (Zhengzhou People’ s
Hospital ) ,Zhengzhou 450000, China;2.Department of Pathology,The Fifth Clinical Medical College of Henan University of Chinese
Medicine(Zhengzhou People’s Hospital ) , Zhengzhou 450000, China )

Abstract Objective: To investigate the expression and clinical significance of IncRNA FAM83H—-AS1 and miR—-136 in epithelial o—
varian cancer (EOC) tissues. Methods: A total of 68 cases of EOC tissue (EOC group) and 68 cases of non—tumor ovarian tissue
(control group) were collected in the Department of Gynecology ,Zhengzhou People’s Hospital from June 2019 to June 2021, the ex—
pression levels of FAM83H—-AS1 and miR-136 in two groups were detected and the correlation between two groups was analyzed. Ac—
cording to the median value of FAM83H—-AS1 and miR-136 expression, patients with EOC were divided into FAM83H-AS1 low ex—
pression group, high expression group,and miR-136 low expression group and high expression group. The clinicopathological charac—
teristics , progression—free survival (PFS) and overall survival (0S) of EOC patients in different groups were analyzed. MiR—136 mim—
ic and mimic—NC were co—transfected into 293T cells with FAM83H-AS1-wt and FAM83H—-AS1-mut, respectively, and then dual lu—
ciferase reporter gene assay was used to verify the targeting relationship between FAM83H —-AS1 and miR -136. Results: Compared
with the control group,the expression level of FAM83H—-AS1 in the EOC group was significantly increased , and the expression level of
miR-136 was significantly decreased (t=21.636,22.050, all P<0.05),their expression was reversely correlated (1=-0.283, P=0.019).
There were significant differences in FIGO stage (y*=13.247,4.769,all P<0.05) and lymph node metastasis (y*=11.698,4.140, all P<
0.05) among FAM83H-AS1 and miR-136 groups. The OS and PFS of the high FAM83H-AS1 group were lower than those of the low
FAM83H-AS1 group (P<0.05),while the OS and PFS of the high miR-136 group were higher than those of the low miR-136 group
(P<0.05). FAM83H-ASI1 was an independent influencing factor for PFS in EOC patients (HR= 2.438,95%CI:1.055-5.638,
P<0.05) ,while miR-136 was an independent influencing factor for OS in EOC patients (HR=0.401,95%CI:0.162-0.991, P<0.05).

The dual luciferase reporter gene assay confirmed the targeting relationship between FAM83H —AS1 and miR -136. Conclusion:
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fEEEN E£F(1985-), 8, FBE, ZFX , MRFE : ARPEZE; BE1EE . RELE , E-mail: ssxxx19@163.com,
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FAM83H-AS1 and miR-136 are abnormally expressed in EOC, and both can be used as potential indicators for evaluating the progno—

sis of EOC patients.

Key words epithelial ovarian cancer;long non-coding RNA FAM83H—-AS1; microRNA-136; duration of survival

| Bz 1 BN 898 (epithelial ovarian cancer, EOC)
JE T O S g vh i UL 2R AL, 205 90%,
R EHSHT ORI, 5 AR AR R EAR, A
T O, LR EOC B RIS W K T
JEbrE YA EEE . BT, W R IESASRNA
WKAEIESRAS RNA (long non—coding RNA,IncRNA ) |
/N RNA (microRNA , miRNA ) 1] £ 55 3 45 O 3 98
IG5 TR M AR RS A Wi #2123, LneRNA 7
SIABIEZ % 83 M 5i H )2 X RNA1(IncRNA family
with sequence similarity 83 member H antisense RNA1,
LncRNA FAM83H-AS1) /& — ' IncRNA, 5 ZFf jf
SR R A R R S BT AR G, miRNA -136
(miR-136) & —JEHEL ) miRNA, 5 ZFp iR ) &
A R KR YIS, AT, 758 B8 LncR-
NA FAM83H-ASI AJ i i # [n] miR-136-5p ¥ 4% Jif
Jo ) & A= Ak R, {H LneRNA FAM83H-AS1 5
miR-136 7£ EOC 20219 1) &1k K lfa PRAMEL i A~ B
Wi, AW B 1E 53 B LncRNA FAMS3H-AS1 5
miR-136 £ EOC Hh AR M H 5 HS Z B R .
1 #EMSFHE
1.1 —f 74 U 2019 4F 6 H—2021 4 6 A
TERBM N R B BB ARIGIT R 68 1] EOC 4,
HEOC 14184 FOC 4. ARRYE: (132 F ARG
37, ARG 25 B 1112 8 EOC, ()W & i,
RATKRLETF AR ST . QIR EIFRR e HE
BRARME : (1) A I FAEE M . (2) A 5% i
W B B E AR TR A . (3) R VTR IR
TRIAEE . RIS 68 1 K HA IO RN G i F
AT G0 HL A AR bR P L SO IR 2 . ARBFFT 4
AR Bt PR AR BEZR DL s ifE(2019011161), BT 323
HBIAE R &
12 Zik
1.2.1 WEIRBERBETT  Siit EOC FBF A S B
JH R EAR AR EE FIGO 433 IR K Ltk
SEEERE MRS S %0k TR EOC 3 i BeJe 24
FEZ 6T, BEDTEE T 2023 45 6 H o JCik A A7
( progression—free survival , PFS) A f 2% M F AR F iR
SIS M 2 & s RS B Rt Ta] B A A7 (overall
survival , 0S)¥8 MFE3Z FARBNFLT- A9 H]
1.2.2  gRT-PCR 4141 FAM83H-ASI FlmiR-
136 FUFEIE  BHHZURES BB 200K, SR TRIzol

RARIUE RNA SR 5 18 FH B e s sk o ot e it
4 ¢DNA . KH SYBR Green #17 qRT-PCR , 2/ 5%
4::95°C 10 min, 95°C 15 5,60°C 15 s, 4t 40 PMEH .
SIHFSIA T :FAM83H-AS] |#:5 -GCTCCAGG-
AACCTCCTTACGG-3", Fif#:5'-GCTAGGCGTGTC~
CGAACG-3" ;GAPDH | i :5'~ACCACAGTCCAT-
GCCATCAC-3', Rl :5'-TCCACCCTGTTGCTGTA -
3';miR-136 Fii%#:5'~AAGCTCATCGACTTCGGTTC—
3", Fif:5'~GAGGATCTCC-TCGTCCTGCT-3"; U6
3.5 - CTCGCTTCGGCAGCACA -3, Fif:
5'—=AACGCTTCACGAATTTGCGT-3' , AF MEEAR T I
3K, Lk GAPDH 5 U6 A NS, R 27 1H 450 X
Fak g SRIEHRIE FAM83H-AS]1 M miR-136 #ik
FIFPOERE EOC 40 FAMS3H-AST fik&iA 4]
(n=35) .FAM83H-AS1 ik (n=33)F1 miR-136
R F2352H (n=35) .miR-136 &£k (n=33), JF4
HIATR 4320 EOC B3 I PRI ERFAE \PFS F1 0S Y
F5t.

123 FAMS83H-AS1 Fil miR-136 #[a] 5 REHE )
H Starbase %4 /& 43 H1 FAM83H-AS1 5 miR-136
B A 1) 5 5 5 1, SR T AT XL O 2 g4 4 56 R
SRS LR AT S FAMS3H-AS1 Al
miR—136 45 & s 751 R B DA R a5 2878 I 1Y
75 B B v b 2 2 0 O Rl 4 S R TR I
}4 7 FAMS3H-AST Hf A7 (FAM83H-AS1-wt) Fll
FAM83H-AS1 %75 %I (FAM83H-AS1 —mut ) 514 fFi
Ko B miR-136 B (miR-136 mimic ) K& H B
X (mimic-NC )43 9115 FAM83H-AS1-wt FAM83H-
AST-mut ALY 203T A, 772 M8 Lipofec—
tamine® 3000 1568 5 ; 5% Y4 48 h J5 60 2% % & i
T

1.3 %its 4 FfH SPSS19.0 #AF sk T 48173
Mr, AR A IE S B THE FORCR F s R, PI4LIR]
FEAECR ST FEAS ¢ R 5 TP R LR 22
%o KM Pearson #H5C53#7 FAM83H-AS] 5 miR-
136 A R Kaplan—Meier Y3647 HAF50 0T,
Cox [MIFSM R EOC B E TG IR ZE . P<0.05 K
ERAGIEE L.

2 H#R

2.1 FAMS83H-ASI1 ## miR-136 /£ EOC " #) &k
qRT-PCR fill 25 s, 55X R4, EOC 41
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FAMS83H -AS1 2 ik K F B 8 F+ & (P<0.05), 1
miR—-136 3K /K -0 g F&AK (P<0.05) , W3 1,

&1 FAMS3H-ASI #1 miR-136 7£ EOC FAFRIA (x+s)
Tab.l The expression of FAM83H-AS1 and miR-136 in EOC(xs )

ol 5%  FAM83H-AS1(/GAPDH)  miR-136(/U6)
Xt HE A 68 0.32+0.08 0.97+0.26
EOC 4 68 1.160.31 0.25+0.07
t 21.636 22.050
P 0.000 0.000

1:: EOC: |z LB S i3

A r=—0.283
P=0.019
04} e .

miR-136

0.1r ..
0.5 1.0 1.5 2.0
FAM83H-AS1

2.2 FAMS83H-AS1 ## miR-136 /£ EOC F # 48 %
MR e % & Pearson A4 HT 78 ,FAM83H -
AS1 5 miR-136 # ik 5 B 8 A % (r=-0.283, P=
0.019, 18 1A), Starbase 4l %25 M & 81 FAM83H-
AS1 Fl miR-136 Z [ f71E B AN A, HOWO
RS SLGA R BN, 5 mimic-NC+HFAM83H-
AS1-wt HAH I, miR—136 mimic+FAM83H-AS1 —wt
ZH 298GR BTG T B E R AL (P<0.05 ) 5 T mimic-NC+
FAM83H-AS1-mut 45 miR-136 mimic+FAM83H-
AS1-mut 42K MG 22 57 LG43 L (P>
0.05, 1B).

B FAMS83H-AS1 5-AAAGGCCAGGCAGGUGAAUCUAAUGGAGA-3'

miR-136 3-AGGUAGUAGUUUUGUUUACCUCA-5'
L5 0 mimic—-NC ™ miR-136 mimic
fsal
=10f
2
R 05f *
® -
0 - '
= R
. 2 \Y@\/‘\\
) <>
QF“\ Qy\ﬂ\

1:: A :FAM83H-AS1 5 miR-136 [ Pearson HHI&5T 3 B S B A5 3 K 5256 5 #P<0.05

B 1 FAMS3H-AS1 5 miR-136 FIHH% M RIBEX TR
Fig.1 The correlation analysis and targeting relationship between FAM83H-AS1 and miR-136

2.3 FAMS3H-AS1 #2 miR-136 5 EOC % & & &
JRIR ARG AR X FAMS3H-AS] 5 F6ik 20 F1%
FEIR A B FIGO 4 S bk [ 45 56 % L st

2R G X (3 P<0.05) . miR-136 H3A4
AU FE R E] FIGO 203 Kok B 2586 7 Lo g, 25
A4 E L (P<0.05,% 2),

%2 FAMS3H-AS1 & miR-136 5 EOC £ &I RRIEHHERIHEXE
Tab.2 The correlation between FAM83H-AS1 and miR-136 expression and clinicopathological features of patients with EOC

. FAM83H-ASI i3 FAMS3H-ASI /=3

miR-136 X FiE4 miR-136 EFikd

1165 s PR, il

FHRAIRRFAE  BUBC o (mas) O R S (1235) (n=33) X b

HER(H) <65 50 28 22 24 26
1.551 0.213 0.911 0.340

>65 18 7 11 11 7

FREIEAL b 49 24 25 27 22
- 0.436 0.509 0.926 0.336

W 19 11 8 8 11

M EE  <S5cm 33 19 14 14 19
0.957 0.328 2.101 0.147

>5 cm 35 16 19 21 14

IMETRREE RS 28 10 18 16 12
HHRE 1}1% 4731 0.030 0613 0434

Rl 40 25 15 19 21

FIGO 7781 T+113# 34 25 9 13 21
13.247 0.000 4769 0.029

M+1ViA 34 10 24 22 12

JiE 7K s 35 18 17 17 18
0.001 0.994 0243 0.622

= 33 17 16 18 15

NER RS 27 7 20 18 9
HEAHRE A 11.698 0.001 4.140 0.042

¥ 41 28 13 17 24

RIgeyr 2 61 32 29 31 30
) 0.232 0.630 0.101 0.751

i 7 3 4 4 3

1 EOC: | fz LB S I3



488

At EHKREZR

%30 %

2.4 FAMS3H-ASI # miR-136 5 EOC % % PFS
F2 OS 9% % BEVIEUERT, EOC &1 PFS 4 3~
48 N H ,FEH4(27.12+11.08) 4 H ,0S g 10~48 4~
H ,F14(32.29+9.44)1-H .

Kaplan —Meier & s R En,

1of
0.8} _
S °
06T
&
H L
= 04T FAMS3H-ASI
Bk fEFikd
021 ikl
oG kAL
ol & 5 kA
0 10 20 30 40 50
PFS(H)
10f —
0.8 . o o
S L
% 067 —
&
H L
= 04T pAMS3H-ASI
B YiESuril
021 ~geiha]
o R
NS by i
0 10 20 30 40 50
0s(A)

1 PFS: Joib R AR A7 0S : MAA7

2.5

FAMS3H-AS1 /= #4149 PFS 1 0S 48 B AL T
FAM83H-AS1 i # ik 4 (*=21.641.12.186, ¥ P<
0.01),miR-136 R Fik41 (1) PFS F1 0S Y8 & & F
miR-136 X F ik 4 (x*=8.369.7.055, ¥ P<0.01), i,

K2,

ZRAAER(%)

RPETFE(%)

2 Kaplan—-Meier 1557

Fig.2 Kaplan—Meier survival analysis

MG A ZHZE Cox [FIHAHT (775 “ T R - 4%
7)) 78 FAM83H-AS1 2 FIGO 2 bk R 45564

% EOC %% PFS ¢ A Z 547  BAN KT

BN AHEAREE (FIGO 433 R 45548 FAMS3H-
AS1 F miR-136 ik 5 PFS #16(P<0.05), L3 3,

£ 3 EOC E& PFS H Cox @ANLER

1.0

0.8F

0.6

0.4

0.2

1.0

0.8

0.6

0.4

0.2

" miR136

s
B Lt

30

" miR136

ke ika
Rk
R -2

SIS IR S

20 30
0S(H)

0 10 40 50

J& EOC Hi3& PFS s 520 R 2% (P<0.05) , W33,

Tab.3 The results of Cox regression analysis of PFS in patients with EOC

tok ALK 2R 4T EA ey
HR 95%CI P HR 95%CI P
R (565 £/<65 %) 1.817 0.937~3.524 0.077
S ER A RO EHE SR ) 1.233 0.604~2.517 0.565
BihIR B A2 (59 em/<9 cm) 1.543 0.809~2.941 0.188
SRR EE (IR/h+) 2237 1.178~4.249 0.014
FIGO 23 (M+IV/ T +10) 4.869 2.338~10.138 0.000 2.347 1.046~5.266 0.039
K /45 ) 1.551 0.812~2.964 0.184
NSk AC S ) 4.588 2.333~9.022 0.000 2.479 1.212~5.071 0.013
RIFAST (25 1.892 0.577~6.202 0.292
FAM83H-AS1 (/%) 4.944 2.332~10.482 0.000 2.438 1.055~5.638 0.037
miR-136( /%) 0.302 0.148~0.618 0.001

: EOC: B PEBRSE ; PFS: ok A A7
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2.6 EOC &% 0S 44 %A B £ 5 ¥

BN

7R, FIGO 708 K R EL 455588 FAMS3H-ASI

N miR-136 #ik 5 0S #H5&(P<0.05)

JOLZ 4, TS

BHIWAZHNZE Cox MIVAZ3HT (5 M RT-244")
78 miR-136 . FIGO 433 JE /K Kbk 455448 2 0S
B S S R 2R (P<0.05), W3 4.

%4 EOC E& OS i Cox BARHLER
Tab.4 The results of Cox regression analysis of OS in patients with EOC

AR ZE BT EZS e
Eiztan
HR 95%CI P HR 95%CI P
A (>65 #/<65 %) 1.859 0.803~4.302 0.148
S B AU CHOB M HE SR ) 1.600 0.660~3.882 0.298
BibfR B4 (59 em/<9 em) 1.945 0.835~4.530 0.123
IIABFREE (I +15) 1.998 0.879~4.542 0.098
FIGO 4+ (TM+IV/ T +11) 4.846 1.902~12.347 0.001 2.874 1.060~7.792 0.038
MK G/ ) 3.095 1.235~7.757 0.016 3.546 1.284~9.793 0.015
WL CHIT) 4.928 2.018~12.032 0.000 3.072 1.213~7.778 0.018
ARJEHIT /) 3.611 0.485~26.908 0.210
FAMS3H-AS1(F/IK) 3.485 1.416~8.573 0.007
miR-136(F= /M%) 0.313 0.126~0.769 0.011 0.401 0.162~0.991 0.048

: EOC: bR PRSI ; 0SB AE A7

3 itig

EOC & L PEAE B8 2 G0 3G AR I (1 B A HL
BRERIFETRE, ik, S48 FoC RIS I6YT
KT VPAS 08 FE A8 b A S IG IR (B, A UEE
W~ FAM83H-AS1 75 ZFh g rh S5 = 3Rk, S5
AW RAE KB ITE A O, Yang SFORFSE R IR,
FAMS3H-AS1 £ &5 il 2 b m Rk, ®KF
FAMS3H-AS1 ) 0S #:IK . Yang ZEORF5T & FH,
FAM83H-AS1 7£ luminal 3V %)L 8 b s 6k, OF:
HAE luminal XV AYF R A0S S F8 65 . [RIEEA
5T % B8 FAMS3H-AST 76 U S8 s ik, SO0
I 04 R RN B 2 DA S8, ARF ST 455 o
FAM83H-ASI 7E EOC Him3Rik, H 50 LR FI-
GO 73 0] Sk L4554 764 O eI ZH 2 rh FAM83H-
AS1 WJfg25 EOC MEAE VR E. 4, FAMS3H-
AS1 EFRik & 0S A1 PFS 44K, H FAM83H-
AS1 FEEIAE EOC #3#% PFS ST fE N &z —,
HED H AT/ A K EOC 5 S bR &4

miRNA J&— 28 {2 AF A6 T FLAZ 40 i b 1 7 5%
JEEET, BEE s 2R NS5 s oy
e R T4 2 b R . miR-136 T §EIESE SRy
K kR B TR AR MR T O oY B,

R 20 M98 R 3 11 miR—136-5p F2357K 7 I A
TXTRRAL, Sl R o AR EE M AR | Sk
ELEEHEAS I A AR R A . Guo FFWFFY & L, miR-
136 fE B PRI 2 TR, SRS s i
AR A5G . BbAh, BT A miR-
136 FEACIT T 24 |- iz Pk P 298 5 5 v f 35 el
[FEF miR-136 7RSI w2 b i 2 T, A
HEBETUGA RAHC, AWFREEHR L, miR-136
1E EOC 418U kil , H 5 FIGO 433 K itk 4%

A o HEM A2 miR-136 MK F A AT HES 5 EOC
W K R, 5 At I R 0 BF 9 25 SR AR —
. AN, AFFFEIE KB, miR-136 kB E AR
J& OS F1 PFS i T miR-136 k%A ¥, HE EOC i
F OS WS R4 R 2R HEMI L AT VR A H M EOC i
BRI EY . 2R R, FAMS3H-AS] Af
H I 2 miRNA T8 M8 40 i A 1 S iR 280,
kA YE B TR AP K 8L, FAM83H-ASL 5
miR-136 Z [ fFFE /L I 455 F B, PR B A
FER S50 & P, FAM83H-AS1 5 miR-136 f7-1E#E 1]
KER, HUERBRE R —30, A, AR5 A&
FL,EOC A4 FAM83H-AS] 5 miR-136 i ik
A, RIHEN , FAMS3H-AS1 7] fig /28 i 4
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