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AR Fy g1 40, ST S NIR A DUAR TE B8y IE 5 3F R 421 B AR A aF R4, A HAMD-17 77 ik 4 53 52 75 40 % 3K & #p AR [ 304 = &
AL, B A A E T4 F A (LES) i m ) 4838 1 ﬁﬁé’ai«%*‘%{%ﬁmﬁﬁio DA # Bk ot B BRI B 40 DNA, it 3R IL-18 A B
3 AN & 113032029 .151143623 Fo 153917368, SR VA B4 B3O AR B B AT B 1A) R 3 (MALDI-TOF-MS ) # /7 4% i A&
B % A R W oA, 15 A SPSS22.0 4iit #itk S ATHIB T, BER ARV Ffest LT IL-18 A B rs13032029 1% & #)
B AT 55 A CC A 28.6% A7 28.5%, CT & 47.3%F= 52.7% , TT & 23.8%F= 18.5% , £ F Kb+t 3 & L (y*=4.028,P=0.258).,
FE g 40 Fo s BRARLH 11143623 455 3 B AR 5 551 4 . CC A 36.5%4= 31.1%,GC & 45.3%%= 51.8%,GG & 18.0%F= 16.6%,
2Rt 3 EL(P=4.29,P=0.232) , feJmH) A Fa 3t BB AP 153917368 45 5 Ak B A9 5 5] A CC A 24.5%F 25.4%,CT A
47.6%% 46.6%,TT & 27.3%F= 27.6% , 2% Z it 5 % L (}’=0.302,P=0.960) . 3 ™ML 5 R E AL BH R & &4 HAMD £ & 48
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A correlational study between the polymorphism of interleukin —1f3 gene and depression disorder in Han
nationality

GAO Ya'? LI Shen!, LI Jie'?

(1. Clinical College of Mental Health, Tianjin Medical University, Tianjin 300222, China; 2. Department of Psychology, Tianjin Third
Central Hospital, Tianjin 300170, China; 3. Laboratory of Biological Psychiatry, Institute of Mental Health, Tianjin Mental Health
Center, Tianjin Anding Hospital, Tianjin 300222, China )

Abstract Objective: To investigate the relationship between interleukin (/L)-1beta gene polymorphism and life events and depressive
disorder in Han population. Methods: A total of 433 patients with major depressive disorder were included as the case group, and
421 normal controls matched with the basic conditions were included as the control group. The severity of depressive disorder was
evaluated by HAMD —17 method, and the life events of the case group in the past year were evaluated by Life Event Scale (LES).
Genomic DNA was extracted from the venous blood of the subjects and three loci on the IL-18 gene were selected: rs13032029, rs1143623
and rs3917368. Genotyping of candidate gene polymorphic loci was performed by matrix—assisted laser desorption ionization time—of—flight
mass spectrometry(MALDI-TOF-MS). SPSS22.0 Statistical package was applied for data analysis. Results: In case group and control group,
the genotype frequencies of rs13032029 locus of IL-1( gene were 28.6% and 28.5% for CC type, 47.3% and 52.7% for CT type, 23.8% and
18.5% for TT type, respectively. The difference was not statistically significant( y’=4.028, P=0.258 ). In case group and control group, the
genotype frequencies of 1s1143623 locus were 36.5% and 31.1% for CC type, 45.3% and 51.8% for GC type, 18.0% and 16.6% for GG type,
respectively. The difference was not statistically significant ( }*=4.29, P=0.232). In case group and control group, the genotype frequencies
of 1s3917368 locus were 24.5% and 25.4% for CC type, 47.6% and 46.6% for CT type, 27.3% and 27.6% for TT type, respectively. The
difference was not statistically significant(x*=0.302, P=0.960 ). There was no significant difference in HAMD total score and items among
patients with different genotypes at three loci. There was no significant difference in LES total score and life events by multiple regression
analysis. Conclusion: The polymorphisms of the /L -18 rs13032029, rs1143623 and rs3917368 are not found to be associated with the
occurrence of life events and depressive disorders in Han population.

Key words major depressive disorder; interleukin—1 beta; gene polymorphism; life events
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VIS A 5 kg X 4 At e L PR RS
2 —o HEPEIIAREER (major depressive disorder,
MDD )AL 5.3% , 4 5 R 13.2%", WA
B At KRB AT & B, K 4 S IR AR E
SR S R TR AR T LA R G AR Ao v 28 )
JIT BRI PR H X T 4 BRES T AH Y 7 HE oA 13%,
TR T 0 B R o ABRAS B 1w R
5 RAEPIZRG PRI EZ A, B G R B S5
TRITALE R, ERREAT SR IO S LIRS
18 i B R R AR FRAIC, R AEGR , v AT
SURNA IR IRMAER , RIHAAAE A AWE/AT R,
BARENE U RAERE . MDD 7EFRIE AR &
RN L B U R TR T8, 5 2 AR & A
AAT IR B2 6 AATT A0 A 305 o it L 52 R A
FE2 8 1 LR R IWHR o JASREAT R i, AT
BEE RS Sy s Wi ) 5% e ) B A 22 n) A

MDD 4 R H i i ASER A, (HBFFE R ET MDD
(R KRt TR ) OB Mat SRR SR 2RI
(R FE ], L st A DR 28 AR IR 28 R i AF )  AH
HAERAE R AR R R R FEEA/EH . Smith7E
1991 AFfc A T SARYE B W4 e e, 4t P 5
FIIAEA 2 (IL) -1 /A B AL e, v] T4
FIE RIS R MIE R IG5, 1999 4F Yirmiya
SEWPTVRARIE , A0ME DR 1 nT LA B S RAARAEIR . 24
H AR AR 2 22 B ARSI, IAB AT 2 i S 40 i
PTG I A I R AN P S B O — 2 R R T
PR RRERS A A0 PR 20 o U Rk A
W BE ) T R AT BB AE AT A 1) 2 o e v ke O
YEF AN TR 40 6 R -2 3 R M v = A R R pf 224k
S R IR DTS M LA b 22 e 2 Ty g
FEPE AN BIAT R S AR, ARBFFTIRER T %%
K TE WA R T IL-18 R 3 8 T X rs1143623
153917368 .rs13032029 17,5, T H S o EBURA
#E MDD RIRIOCTR, HPUINAER 25 1A~ Aih YT 4
BEARAE P IR
1 X&57H%

1.1 %

O8O0 17 2 E S o K 7 I B B E NS E el o
A R R 2 B e S K e S 25 K245
— IR EEBE T IS A E B R . Hoh B 122 41,
o 311 B, S AE S R (40.67+9.90) % . A4l AR
i (DAERE 18~60 %, (2) BEA: JCHEAT B BRAT K
VEsRG B R ECEE KT 1 H RHZW, fF A48
THFMEE 4 M(DSM-IV ) i) MDD 2 Wb i F1 52 [
FEPHBEEAFIZ WA MER B3 o (3)DUR IR IR AR 7 -

17(HAMD-17) B35 =17 435, HEBRARE : (1)i2 W
Ry HAWRE s FORG il A B IR R . (2)12
ANBR A ™ E R (8 i 25 T P A o e
IR o () AR B2 s o (4) TR L
LA G4tk (5)HAb BbE s 255 i i 4k &
PEIAIARE S SO B A
112 XPHRAL 3421 6, R UIE T R ERR 2 A
P B f R AR oo AR A B . Herpr, B3 160 1], £
P 261 ], FHI4EH N (40.15+11.04) % P 5 AR
S AHVCHS . ALbRHE : (1D REA G4 ZAE fh R
i3, AR Al R4F. ()55 =& —4C
TCATARE Pt L st o (3) ek HERR ™ 4K 14
PRI

WA I RO G REEER R AR &
AT 201 7) R R H R (2017-03) 5, T £
HEBCEFBRNRE .
12 Fik
12,10 WPFTHE (1) Wibs i 55 B b RS2
W FIGE T 4 i MDD (2 rkrifE ., (2)/™ 5
TR BT 22 - DU R A AR 7 6 - 17 (HAMD-17) 3F
=17 41, (3) AW FEMHER (life event scale,
LES) . (4)3EA(5 BIHA RN 2 0.
G S YN E 373 S M YNE: /L UNY X S U AN
o GG SR AT SRR R ROk
122 EEEE 28 DSM-IV B WibR g 795
JRIZIT o 223 DSM-IV A5 F I R TR J5 , BRI
BEIFN B AL IR B E R RS, 28 A
AT, 58 HAMD-17 538 JEA(E B R A
Ff R, BT AV BRI A AT T — B
K56, AIE AL XS S [ ik o
1.3 AREAER  SREPILE KDL 5 mL, &
F£T EDTA FiBEE th I 58908 5, 70 MFE Jo ik
TE-20°CHRAE . T8 3 1~ H N2 B DNA AHEHL, Jf
X IR AT 08 o AR ARG 22 -80°CHRAF
14 3 #F8 %5 M (single nucleotide polymor—
phism, SNP) #yit# IL-IB8 FER T W LBA 7
MHNEFF 6 NN E T HETFE WA T 151143623
153917368 ,rs13032029 3X 3 M7 o5, 55 HIARFH & A AifF
8 3CHk , B EGX 3 AN A, B HS MDD &4 &
JEICR, WA 1~3,
1.5 %itFa® ARWF5EiE A SPSS20.0 et 4kt
HATEAR 5187 , 12 H] Hardy—Weinberg - & i1 7
T AL SR A BEARGIN AR X JRUBS: 6 U AR EE (odd
ratio, OR ) } H: 95% 1] {5 [X [1]  confidence interval ,
CHFR o A TLLIRAT R LA E o xR, 5 o 9%

Kl 2 143017368 B2 MHHE =00
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RRE LS AR ¢ K, 3 PR S0 1 SCHE AT
KRR Logistic MIH4MHT, LL P<0.05 A2 5 4A
it L
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Figl Rs1143623 clustering performance : G=0.99 GC=0.97 C=1.00
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Fig 2 Rs3917368 clustering performance: C=0.99 CT=0.98 T=0.99
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Fig3 Rs13032029 clustering performance: C=1.00 CT=0.98 T=1.00

2 H#R
2.1 JmBIAAe T BAM — AT F AR JE
191 26 N GF B ZH 0 0 R AR 2 22 e S or i L

(x*=0.273,P=0.632;1=0.741,P=0.431) , X} WL EFT
Hardy-Weinberg it {& At A e, 283 734 IL-1B
i rs1143623 .1s3917368 .rs13032029 K %143 A5 i
FHWIRRY IS #2257, 75 Hardy-Wein-
berg WAL T, W3 1~3,

£ 1 Rs1143623 Hardy—Weinberg i&{& E & 41016
Tab 1 Rs1143623 Hardy—Weinberg genetic balance test
WERH B
51 X P
CC GC GG CC GC GG
Jwfldl 158 196 78 151.353 208.111 71.538 1.580 0.454

XHRZT 131 218 70 136.817 204.086 76.107 1.686 0.430

% 2 Rs3917368 Hardy—Weinberg i= {5 & 416
Tab 2 Rs3917368 Hardy—Weinberg genetic balance test
WEHE EUEENEN
415 X P
cc CT TT cC CT TT
JiBill 106 206 118 100.880 213.344 112.797 0.753 0.686

XTHRZL 107 196 116 99.822 208.409 108.779 1.734 0.420

£ 3 Rs13032029 Hardy—Weinberg & {& £ & 14016
Tab 3 Rs13032029 Hardy—Weinberg genetic balance test
MEE CUE=I(E]
cc cr 1T cC CT TT
JEflZH 124 205 103 118.481 214.992 97.529 1.028 0.598
XHRZL 120 222 78 126.748 207.406 84.848 1.939 0.379

iV

ba P

2.2 JRBIM L RE LA R A bR

2.2.1 SR 5 X B IL- 1B 11143623 FEH 43
1 B4 At 4 CCL.GC . GG 3 Fh I A &
C.G F AL PR A 22 R LGt E X
(x*=4.29,P=0.232; ¥*=4.30,P=0.231), L3 4.

2.2.2 R 5B IL-1B rs3917368 K 7y
i BRI BEZL CC.CT TT 3 FpEE A e . T
SN U A A 22 B TR G v L (*=0.302,
P=0.960;)°=0.303,P=0.959), .35 5,

2.2.3 145X R4 IL-18 rs13032029 K 43
i RBIE XTI CC.CT TT 3 FpEEH A €. T
S HE R 3 03 A1 25 ) TG T 25 57 (=4.028,
P=0.258; x*=4.038,P=0.257), W3 6.

23 HAMD 5 Z&HAFHaL5ARAGLE &K
FFEH HAMD 4 BRAR PR 7 R R A /AR A
B F Maier KT o0 FAEARRIZEE ALY MDD
ZARHE T MEZE I TS A L (3 P> 0.05),
W3 7~9,

24 ZAZMEEEASHT 435I rs1143623.0s3917368.
1513032029 #4754 15 S0 2 o0 L PR I 537
RS E L (3 P>0.05), W3 10~12,
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F4 HROIBSTEBA IL-16 rs1143623 EE S HIAER[n( % )]
Tab 4 Distribution frequency of IL—18 rs1143623 gene in case group and control group [1( % )]

, I R 445 i R 5

4151 %5 X P
CC GC GG C G

VERGE 433 158(36.5) 196(45.3) 78(18.0) 512(59.1) 352(40.6) 4.29 0.232

X 2l 421 131(31.1) 218(51.8) 70(16.6) 480(57.0) 358(42.5) 4.30 0.231

R5 ROIBSITEEA IL-1P rs3917368 EE 3 TRIARn( % )]
Tab 5 Distribution frequency of IL—1 8 rs3917368 gene in case group and control group [r( % )]

- I R R R 6 iy 3 DR g %

415 11 % X r
cC cT T C T

i 191 21 433 106(24.5) 206(47.6) 118(27.3) 418(48.3) 442(51.0) 0302 0.960

gl 421 107(25.4) 196(46.6) 116(27.6) 410(48.7) 428(50.8) 0303 0.959

K6 FHIASITRA IL-1B rs13032029 EE 2 IZEn( % )]
Tab 6 Distribution frequency of IL—1 8 rs13032029 gene in case group and control group [7( % )]

, 3K PR 0451 445 3 8 DR 451

4151 {4 e P
CC CT TT C T

VERGE 433 124(28.6) 205(47.3) 103(23.8) 453(52.3) 411(47.5) 4.028 0.258

X e 2l 421 120(28.5) 222(52.7) 78(18.5) 462(54.9) 378(44.9) 4.038 0.257

%7 Rsl143623 EFEZ MDD £#E HAMD 25 BERERFHE &R 9 Rs13032029 EFEZE MDD £# HAMD 20 EEEEFHE

BEERERELR( 5, xxs) BEERE AR5, xxs)

Tab 7 Comparison of HAMD total score and factor scores among Tab 9 Comparison of HAMD total score and factor scores among
genotypes in MDD patients with rs1143623 genotype genotypes in MDD patients with rs13032029 genotype
(score,x+s) ( score,x+s)

SN cC GC GG F P BT cc T T F p

HAMD 43>  30.24+4.677 30.63+4.896 30.45+4.642 0.366 0.778 -
HAMD 4y 30.28+4.522 30.57+4.966 30.43+4.675 0.270 0.847
R T 8.40+1.745 8.42+1.905 8.65+£1.808 0.405 0.749
IR AP 8.50+1.873 8.45+1.833 8.43x1.827 0.042 0.989
MR PR 5~ 5.13+1.112  5.31+0.997 5.21+1.061 2.341 0.073

HIERIC A - 5.19+1.172 5.24+1.006 5.24+1.035 0.333 0.801
Maier [HF  14.03£2.443 14.02+2.778 14.10+£2.521 0.021 0.996

IR 8.8242271 9.14+2.264 9.03:2.262 0.655 0.580 Maier [T 13.78%2.556 14.04+2.718 14.24£2473 0.626 0.599
B HF 122242306 12.10£2.775 12.23+2.273 0.115 0.951 FERE/RIAAE 9.15£2.250  8.88+2.254  9.05+2.320 0.379 0.768

1 HAMD : U R TR & 3% Ko 12.09£2.577 12.20+2.562 12.19+2.414 0.085 0.968
= 8 Rs3917368 EEE! MDD £3# HAMD 2R EREEFHE i HAMD : 3035 R WA 2

EEFEBEHLE( 5, xxs)
Tab 8 Comparison of HAMD total score and factor scores among %10 Rs1143623 54 F 4L R TS

genotypes in MDD patients with rs3917368 genotype( score, Tab 10 Rs1143623 and linear regression analysis of life events

Fa5) B bR BEH ExpB)

BT cC cT TT FoP .

cC o 14585 733.603 0.984
HAMD 4> 30.42+4.243 30.37+4.944 30.59+4.939 0.054 0.983
. LES & 0.061 0.136 0.656 1.062
BT 8.51+1.832 8.45+1.856 8.40+1.784 0.097 0.962

cC B 13198 733.604 0.986
IEERPI T 5.20+1.203 5.25:0.967 5.20+1.032 1.566 0.197 e

(=AY

Maier I F-  13.88+2.596 14.102.750 14.102.333 0212 0.888 LES 171 0.067 0-136 0.625 1.069
BIBMEAAL  9.06£2.305 9.03x2.265 8.85+2.233 0255 0.858 GG iR 13.670  733.603 0.985
BT 12.04+2.561 12.20£2.635 12.25+2.235 0.191 0.902 LES ) 0.071 0.136 0.602 1.074

1 HAMD : U R Tl 2 4% e LESA TG SRR



438 FHEHKRESK

26 &

R 11 Rs3917368 SEFEHNKEDTIERDHT
Tab 11 Rs3917368 and linear regression analysis of life events

B PRifERZE REME Exp(B)
CC i 0.551 1 065.227 1.000
LES &4y 0.070 0.097 0.470 1.072
CT R 14.868 862.824 0.986
LES &4 0.063 0.096 0.514 1.065
TT R 14.732 862.824 0.986
LES 245 0.066 0.097 0.497 1.068

W LESAE TR R

R 12 Rs13032029 5EFEHNLEDTIFH
Tab 12 Rs13032029 and linear regression analysis of life events

B b2 WEM Exp(B)

cC e 13751 734.989 0.985
LES &4 0.067 0.136 0.624 1.069

CT R 13711 734.989 0.985
LES &4 0.068 0.136 0.619 1.070

T R 14.218  734.989 0.985
LES &7 0.057 0.136 0.675 1.059

HLES AR SR

3 itig

AT 4 3R 4588k P AT E %2 995 B A BIF 5 A4
S IR ZR U FR 2RI T B2 DN U R T 1) 4
K. MDD 1995 R &2 2% , AR AR BRI B BH B 1
R PR A R LA IE . AR
K MDD BB AFAERI N I S . Mo n] ¥
PERCAE A A R T R b 2R AT A B AR Y
T T R A 200 T A 2 AT I R B e A A
To AR NN PR TR UL E HT R R T IA T, 41
K40 1L-18 W) 5% AT REZEMMARAE & s h & 4% 8
SVER] . DF9E R IR, IL- 1B REMS4R m i Ty rh 5 2 (8
JHie (5-HT ) iz PR i) F ik | i ad xF p38 MG 1k , 12
BEO S EG AL B, 6 S—HT %3z 1A () 3 e itk
35 AL, IR IN 5—HT A4 EL, IR T 2 fit
ABEL [F] B AR OG22 3 M HRGE B2 7, IL- 1B Rt 5%
PR R A, 3 I T AR P A S T |
2, 3-RUIN A o SRR R R TR, 512, 3-
U ARG R 119 3 SR T e i 3 (e 2 R T, (1
P S-HT AR IR, e e A oE 25 5, 24
WESE IL—1B TEAMARAE s I 5 3697 AL h A 4% o 22
YEM . T8 IL-18 3£ 1Y 2825 Wit fL 2
WFEH KB IL-18 DK 5 V6 1T 7 5507 7 18 35 A
SCPER, 5 T HE— 25 ST T UE B TS 28
FNEES R 81 R XAV rs16944( A/G)SNP I~
% S HT 0 8] J7 )2 2608 25 T B 2 e R e
BB AHOCPED, (A A U Es AL, infe b ELA

BRI R IR A IL-18 BN Z 5t 5%
SEIVARTEAEAR G (BRI IL-1B LR L850 5 2 A4F
SIS AE T U A A I AT S 3 AR O,

TEZ R — S b 2 e B T4 F IL-18
FEHR BT IX . Zmt X — 28 SNP {7 i1 1) FE 4L 1)
fiE. Hwang SF"MF SNy, R AF AR AE A0 A 95 41 1%
5-511C/T i 5 B 2 B PEM . Borkowska 251
WFFRARGE 15 R PEIARSE 531 £ 53 T/T #4F1-511
B8 C/C BIFAAE—EAHENE . Rosa S5 A BN,
FE o S0 B ARE IR 5 -511C/T i f RN 238
PR,

172 D0 A2 b DX DU AR A DG SCHRFRGE
AT AR AL DU NV R IR 4 i
BT rs13032029 151143623 .rs3917368 17 5 it FE K]
RUFN A7 R G MDD 19 % A & BAFTEAR G, 5
AN R R AFAE S BAE T, s B3R 7 AT B
PEAETT SR . AR ARG R E , PR I
VLR AN F AL EAEH . MDD 22—
Pl IR 43 52 2R e, B R R HZAE P R R
Kot o3P AL R FH I 52 2295500 , T e AT 22
R A LI L IL-18 FE TR rs13032029 ,rs1143623
153917368 7EHE R A AL G 4R /Ny — B B, 3
RPN ) 22 P R 5 A BAE FHIE , Bt AT BE 2
X MDD B &1 i — 52 o IR 5E S 2 T
MDD Z Bl i AR PR s, il S — 2P A
K IL-1B FE AL wi sl At 35 DR (%) 57 553 9 R DG M AF
55, EFH N T MDD 19 A0 Bt R 2=, FR A TR
GNP

AT LE R 5 SR ES o WA AR 25 7
JERFTRE R - (1) BEHURF 58 X S MR R A 5% .
Lekman %5 "WWF 9 7R, 7E R P BE 8 & 1 F0 ONBE
FK506 4548 1 5(FKBPS) 3 [H rs1360780 1 5 £
APES MDD FA7E B EAHOCHE  XHIRZ h CC R A
R 2T TR AL, TC 3 DR R R ) 5 19 4
3mSR (BRI A KRR AR &
P rs1360780.rs3800373 i 1. 2 &5 PE 5 MDD 77 4E
KERIUEE , 25 T 3R AN [RI B0 (8] AT BE A 7E 22 5 1Y
e OB Ay Ao UL -18 K R AT A rs13032029
151143623 153917368 J& 5 AFFEAN [T A [ s 1X.
225, HAETREAA SCiRaE . AR IL-18
FEA 1s13032029 151143623 ,rs3917368 1 s & [K 7l
AL EL P AR R AT BRSSP TR 25 57 o AT ERTHX
FE PR 5 AN RPN 1 BB AE &0 AH CHERR X A
taAMTE . (2)AR[RIAAISE AR P i ifE ik
BRI A RHAE TR A 25 . 78 HTr £ Fhit
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FEH PRI SR G T B A AL AR s H H
HIDE MDD {3287 K 224G 3 i R s A X6 FR i i
PRAE PR FIURG PG 25 R H B, 36 i/ D BB HEA T S0
LR TR , 1 A [RV BR8N ZE A v R 235 R T
RESAIEES .
AWF HATWAAEADAL (1) FFEA X
KR AR R AR B A TR 2, AN REHERR 2R S5 1
BB FE L [RIFEAE B AT REVE , ANl S e SR EEH Y
WS R . (2)VE R B 2= 5 , AR FSAE
ARBCEEATIRR /N, A G R KA B X A2 SRt A T
LaT]
ARG DU ARE IL-1B 3 A Gk S
TIARARE 455 R AE e, IR IL— 1B PR S ARAE &
WA o A HE— R R R BRI AE A9
BLHIFR AL T 5B
SE ik
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