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A study of proteomic analysis of the PHF2(0 interactome and its role in tumorigenesis
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Abstract Objective:To investigate the proteins that are associated with PHF20, and to explore the mechanism of PHF20 promoting
carcinogenesis. Methods:Affinity purification and mass spectrometry assays were used to identify the proteins that are associated with
PHF20 in vivo. Co—IP was performed with antibodies to verify the mass spectrometry results. In the PHF20 knockdown cells and the
control cells, we examined the cellular proliferation and invasion of the breast cancer cell lines using an EdU and transwell assays.
Results:The results of mass spectrometry indicated that PHF20 co—purified with NuRD(MTA1),KDM4A and PRC2 complex in vivo, and
the presence of these proteins in the PHF20 —interacting complex was confirmed by coimmunoprecipitation experiments. Compared to
control cells, EAU and transwell assays showed that knockdown of PHF20 led to a statistically significant decrease in the proliferation and
invasive potential of MDA -MB -231cells. Conclusion:PHF20 interacts with multiple transcriptional regulation complexes in vivo and

promotes the proliferation and invasive potential of tumorigenesis.
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Fig 2 PHF20 promotes proliferation and metastasis of tumor cells
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