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Expressions of C1QL1 protein inprimaryhepatocellular carcinoma and its clinical significance
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Abstract Objective: To investigate the expression and clinical significance of C1QLI in hepatocellular carcinoma (HCC). Methods:The
expression level of C1QLI in paraffin—~embedded HCC tissues and adjacent tissues of HCC patients was measured by 80 cases of hepatectomy
and postoperative pathology, and its relationship with clinicopathological was studied. Theq RT-PCR and Western blot were used to detect
the expression of C1QL1 in 20 pairs of freshly frozen HCC and adjacent tissues. Results: Immunohistochemical results of paraffin tissue
showed: the high expression rate of C1QL1 in HCC tissues was 68.8%(55/80), the high expression rate in adjacent tissues was 10%(8/80),
and the expression difference between the two groups was statistically significant(P< 0.001). The expression of C1QLI in HCC was correlat—
ed with the history of hepatitis B(P=0.021), tumor size (P=0.003), vascular invasion (P=0.003), TNM staging (P=0.002) and Edmondson
classification (P=0.002), but was not correlated with age(P=0.758), sex(P=0.672), alpha fetoprotein(AFP)(P=0.191), the number of tumor
(P=0.877), child—pugh classification(P=0.866), tumor envelope integrity(P=0.238) and degree of liver cirrhosis(P=0.316). BothqRT-PCR and
Western blot showed that the expression of CIQL1 in HCC tissues was significantly higher than that in the corresponding paracancerous tis—
sues, and the difference between the groups was statistically significant( P <0. 01, P <0. 001) . Conclusion:The expression of C1QL1 protein
in HCC tissues is high.The high expression rate of CIQL1 may be closely related to the occurrence, progression and grade malignancy of
hepatocellular carcinoma.

Key words hepatocellular carcinoma; C1QL1 ; immunohistochemistry ; western blot; real-time fluorescent qunatiative PCR
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Fig 1 Expression of C1QL1 in HCC tissues and paracancer tissues

1 CIQL1 EAEEBALMESHLTRHNRIE(n)

Tab 1 Expressions of C1QL1 protein in cancer and paracancer

tissues(n)
205 n CIQLI %55 CIQLIfik#is @ P
e 80 55 25 57.837 <0.05
JsRHE 80 8 72

22 CIQL1 #9 kx5 HCC & RymEAF I % &
CIQLI = 3Ri5 5 BE A T L 5 (P=0.021) | Jik 98
1K /N(P=0.003) . Ifil % 42 J2 (P=0.003 ) \TNM 53
1 (P=0.002) K Edmondson 432% (P=0.002 )41 3¢ , 1iij
LA (P=0.758) £ (P=0.672) ./ IR 2 (AFP)
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(P=0.866) . /It 92 £ Bt 56 B 2 1 (P=0.238 ) Fl Tk £k,
FRIE(P=0.316) 0K (F 2),
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Tab 2 Relationship between the expressions of C1QL1 in HCC
tissues and clinicopathological features

I R AR HE n fiFik  mFERE X P
=ik

<50 21 6 15 0.095  0.758
> 50 59 19 40

5

5 55 18 37 0.179  0.672
L 25 7 18

HBsAg

[k 36 16 20 5304  0.021
P 44 9 35

AFP/(ng/ml.)

<20 30 12 18 1711 0.191
>20 50 13 37

JFg Ak
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Jih98E K/ em

<5 32 16 16 8.727  0.003
>5 48 9 39

JiEE 5 H A

=1 49 15 34 0.024 0877
>1 31 10 21

MR

I 35 17 18 8.689  0.003
él 45 8 37

Child-Pugh 43%%

A 68 22 46 0.029  0.866
B 12 3 9

e AL 5

JEHE 37 14 23 1391  0.238
AT A 43 11 32
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Fig 2 Survival curve of patients with high and low expression of

C1QL1 in hepatocellular carcinoma
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3 Western blot #illEEH A FAESE AL R C1QL1 FiL[FMR

Fig 3 Western blot was used to detect the expression of C1QL1 in

HCC tissues and paracancer tissues

4),20 XtFRAH 17 X} (85%)C1QLI 7£ HCC 441

() mRNA &1k 5 3 & T AT A 55 44U 3).
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Fig 4 The relative expressions of C1QL1 mRNAin HCC tissues and

paracancer tissues analyzed by qRT-PCR
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