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Experimental research on reducing invasion and metastasis ability of HCT-116 by inhibiting microRNA-21
expression

WANG Jin—miao, JIANG Tao, QI Feng, LIU Tong, WANG Peng—zhi

(Department of General Surgery , General Hospital , Tianjin Medical University , Tianjin 300052, China )

Abstract Objective: To explore the effect on invasion and metastasis of HCT-116 colon cancer cell by downregulating the microRNA—
21 expression. Methods: After plasmid miRZip21, miRZipTManti—-microRNA—-21expression lentivector , was used to transfect HCT-116,
the expression of microRNA-21 was assessed. The microRNA-21 target genes associated with invasion and metastasis were predicted by
TargetScan and PicTar. The mRNA and protein of taget genes were detected by qRT-PCR and Western blot respectively. The ability of
migration and invasion of HCT-116 after transfection were detected by the Scratch assay and Transwell assay. Results: TIMP-3, RECK,
BMPR II and PCDH17 were the gene targets associated with invasion and metastasis; After the cells were transfected with plasmid
miRZip21,the microRNA-21 level descended to about 60% ,the mRNA and protein level of TIMP-3 and RECK increased significantly
(P <0.05); Significant reduction of invasion and migration were observed in anti —-microRNA -21 —transfected HCT -116 (P <0.05).
Conclusion: Inhabiting the microRNA-21 expression can lessen the invasive and metastatic ability of HCT-116 cells.
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iR EE 3 mL, 37 °C, 185 v/min L, 3555 14 h, %50 45
et Y v R /)N bR B G G R A T H Y
REFRIC, R4 R 56 0K SR H B Fok, B
T =20 CHAF-o 11 GenePORTER 3000 a7 &35 Y
[ 295 microRNA-21 (1) HCT-116 40l 204y
g3 2H S 4H (e gt miRZip21 2H ) ) BB 4 (% g
Leti3 41 ) F1zs FOxf B, - AL A dli A 6 FLAk AR 4l
BEYe 3 fL, OB miRZip21 40 5% Leti3 4H 400 ff 35 33
48 h Ji, T BB A N LSS AN GFP (& a5k
GRERRIC ) FIR R, it 2 LSS I A 3k %
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(dT),s A1 M-MLV ¥ 5% 5% i 5 B0 cDNA 55 —fif |
micro RNA-21 5[¥)/741, Lif%:5'-CCGGGATCCTGG
GGTTCGATCTTAACAGGC-3", Fii#:5'-CGGAATTC
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Fig1 Transfection efficacy of plasmid
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Tab1 The expression level of microRNA-21 in each group(x=s )
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Fig2 The expression levels of mRNA and protein of target genes
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Fig3 The metastasis ability of HCT-116 in each group
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Xof B PR 98 22 S AL ANV A A Tl — 20
W% o

ZEH I A microRNA-21 36k L, 2 5
I A 3L o3 WA 22 R RS S TS A R AT 5, 3847
A S B0 UESE microRNA-21 7E4S i i & b 5l
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