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Expressions of RASSF6 in gastric cancer and its association with clinicopathologic feature
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Abstract Objective: To detect the expression of RASSF6 in gastric cancer, and to explore its association with clinicopathologic feature.
Methods: Using tissue microarray technology, the expressions of RASSF6 in the gastric cancers and the adjacent normal tissue were
analyzed by immunohistochemistry(n=100). Using real-time fluorescence quantitative PCR and Western blot ,the expressions of RASSF6
mRNA and protein levels in the gastric cancers and the adjacent normal tissues were analyzed(n=20). Results: (1 )JRASSF6 was decreased
in gastric cancer tissues as compared to the adjacent normal tissues(31.0% vs 76.0%,P<0.05). RASSF6 mRNA and protein were decreased
in gastric cancer tissues as compared to the adjacent normal tissues (3.949+0.816 vs 4.522+0.685 and 1.589+2.237 vs 5.723+1.939, all of
P<0.05).(2)The expression of RASSF6 was associated with the differentiation degree, infiltration depth, lymph node metastasis and gastric
cancer points , and significant differences were found (P<0.05). Conclusion: RASSF6 may be a new tumor suppressor gene in gastric
cancer tissue. The loss expression of RASSF6 is associated with occurrence and development of gastric cancer.
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Fig2 Expressions of RASSF6 in adjacent normal tissues(SPx200)
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