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Abstract

cancer (UBC) risk in a case—control study from Han population of Tianjin. Methods: Genotypes were analyzed using a PCR amplification

Objective: To assess the association between single nucleotide polymorphism (SNP) of rs798766 with urothelial bladder

of specific alleles (PASA) method in 364 patients with UBC and 384 matched healthy controls. Results: The frequency of allele T in patients
group was 15.3%, and allele C 84.7%. The frequency of allele T in controls group was 10.5%, and allele C 89.5%. There was a significant
difference between the two groups (P=0.006, adjusted OR=1.53;95%CI=1.13-2.08). Compared with the C/C genotype, 1s798766 (C/T+T/T)
genotypes could significantly increase the risk of UBC  (P=0.006, adjusted OR=1.61;95%CI=1.14-2.25). Stratification analysis of pathology
showed that the association of rs798766 with tumor grade/stage for bladder cancer was not statistically significant. Conclusion: The results
indicate that 15798766 T allele could significantly increase the risk of UBC, and may be used as a genetic marker to evaluate the
susceptibility for UBC in Han population of Tianjin.
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Tab 3 Genotype and allele frequencies of the rs798766 polymorphism among cases and controls and their associations with risk of bladder cancer
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